A

AAT, see 0—1 Antitrypsin
Active human lysozyme, 180-181
Active sites, indirect mapping of
small molecular weight sweet
molecules, 202-205
structural studies, 205-209
ADHD, see Attention Deficit Hyperactivity
Disorder
Adipogenesis suppression, 147
Advanced meat recovery, 52
Air-injection stunning devices, 4647
Aitch bone, role, 49
ALA, see a-Linolenic acid
American Dairy Products Institute,
1990, 16
American Type Culture Center (ATCC),
United States, 126
Amino acids improvements, 176
AMR, see Advanced meat recovery
Ankaflavin, 129, 133, 146-147
Annexin V protein, 46
Anticancer agent, 167
Anti-GFAP antibiotic, role, 53
Anti-myelin basic protein (anti-MBP), 53
Anti-neurofilament (anti-NF), 53
Anti-NSE antibiotic, role, 53-54
Antithrombin III protein, 185
a-1 Antitrypsin, 184-185
A. oryzae, 133
Apolipoprotein E-deficient [ApoE (—/—)]
mice, 138
Arabidopsis thaliana, 214
Arg", see Lysozyme
Aspartame, 201, 203, 207
l-aspartylphenylalanine methyl
ester, 203-204
Aspergillus niger, 127
A. terreus, lovastatin biosynthetic pathway
in, 131
Attention Deficit Hyperactivity
Disorder, 172
“Auxogluc”, 205

B

BAC, see Bacterial artificial chromosome
Bacillus licheniformis, 21-22
Bacillus megaterium, 147
Bacillus subtilis, 147
Bacterial artificial chromosome, 176
Beef carcass
carcass splitting, 48-50
CNS tissue, removal of,
50-51
contamination routes, 45
stunning devices in carcass
contamination, 46—48
BELE, see Breed Early Lactate Early
““Ben Cao Gang Mu”’, 126, 128
Blood, LDL levels, 166
Bovine spongiform encephalopathy, 40
controlled risk category, 44
detection, 43
testing, risk estimation and control
measures, 45
Bovine TAP (bTAP), 188
Brazzein
and loop Los, 218
receptor-binding surface in, 214
scorpion toxin-like superfamily, 213
Breed Early Lactate Early, 191
BSE, see Bovine spongiform
encephalopathy

C

Caco-2 cells, 147

Caenorhabditis elegans, 172, 173

Calcium chelating agents, see EDTA

Candida albicans, 186

Candida pseudotropicalis, 147

Capparis masaikai, 214

Captive bolt stunning devices, 46

Carcass contamination, stunning devices
in, 46

Carcass sampling, GFAP, 50

Carcass splitting, 48-50
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Casein, 167
edible, uses, 177
health risk, 177-178
micelles, EDTA and, 13-14
whey ratio, yoghurt milk and, 11
as1/p-Casein, 7
as1-Casein (as1-CN), 176
Cattle population, BSE risk, 4344
Cellular antigen stimulation test (CAST), 151
Central nervous system, 40
Chemical fingerprint-profiling
method, 135
Chinese Center for Disease Control and
Prevention, 149
Cholesterol
immunochemical assays and
quantification, 53-54
role, CNS tissue meat products, 54
Cholesterol-lowering effect, MRP and
animal studies, 138-140
clinical studies, 140
HMG-CoA reductase inhibitor, 137-138
Cholestin, 138, 140, 142
Chromatin remodeling, 90
“’Cinderella of senses”’, 201
Citrate salts, in cheese industry, 15
Citrinin, 130-131, 148-150
CLA, see Conjugated linoleic acid
CN, see Casein
CNS, see Central nervous system
CNS tissue, 51
beef carcass contamination, 45
cross-contamination, 47-49
gas chromatography-mass
spectrometry, 58-59
histological staining and IHC, 52-53
immunochemical assays and
quantification of cholesterol, 53-58
polymerase chain reaction, 59-60
qualitative analysis, 56-57
removal of, 50-51
Colloidal calcium phosphate
solubilization, 13
Colorimetric ELISA, 56
detection of GFAP in meat products, 57
Compactin (ML-236B), 137-138
Comprehensive Yeast Genome Database, 79
Conjugated linoleic acid, 167
beneficial health effects, 167-168
content, 169-170
Control diet (CTD), 169
““Controlled BSE risk”’, 44

Coronavirus, 190

Cow dietary manipulation, 166, 168-169, 172
Cow genetic manipulation, 172-173

Cow milk allergy, 181-182

Curculigo latifolia, 216

Curculin, 209, 216

Cutaneous omobrachialis, 49

D

Dairy Cooperative Research Centre (Dairy
CRC), 176
Dairy industry, enzymatic processes
in, see also Milk
hydrolysis, 20-22
renneting, 18-20
transglutamination, 22-23
Dairy ingredients chemical modification
processes
chemical agents use, 23-25
Maillard reaction, 25-27
Dairy products, CLA content, 168-169
Dairy proteins, 4
DALI 217-218
DCN, see Dry casein
Delta-9 desaturase, 170
Designer milk, animal growth and
health, 187-190
DHA, see Docosahexaenoic acid
Dihydroquercetin 3-acetate, 204
Dimerumic acid antioxidant
mechanism, 146
Dioscorea batatas, 137
Dioscoreophyllum cumminsii, 210
1,1-diphenyl-2-picrylhydrazyl (DPPH), 146
Disease prevalence and surveillance
program, 42
Docosahexaenoic acid, 170
Double dyebinding method, 84-85
Dry casein, 167
“Dulcigen” groups, 205
Dynamic high-pressure processing
technology, 28

E

EC1118 profiling transcripts, 96-97

EDTA, 13-14

Eicosapentaenoic acid, 170

Electrospray ionization tandem mass
spectrometry, 83

ELISA, see Enzyme-linked immunosorbent
assay



Energy reserve compound synthesis, 102

Environmental stress response
(ESR), 100-102

Environment Risk Management Authority
(ERMA), 186

Enzyme-linked immunosorbent assay, 46,
211, 217

EPA, see Eicosapentaenoic acid

ePHOGSY, 212

Escherichia coli, 181, 188, 216

ESI MS/MS, see Electrospray ionization
tandem mass spectrometry

Eupatorium rebaudianum, 204

European Union (EU), 40

F

Fatty acid chain length, alteration of, 166
Fatty acid methyl ester (FAME)
analysis, 74
Fatty acids
detection of CNS tissue in meat
products, 58
disease treatment by, 172
versus product quality, 173
Fibrinogen protein, 184
Fluorescent ELISA (F-ELISA), 55, 57
Food Industry Research and
Development Institute, Taiwan, 126
Food processing technologies, 27-28
static high-pressure processing, 27
ultrasound, 28
Fourier transform ion cyclotron resonance
MS (FTICR-MS), 88
Functional analysis by coresponses in yeast
(FANCY), 106

G

GABA production, 137
B—galactosidase, 174-175
G16A-MNEI, 222
Gas chromatography-mass spectrometry
(GC-MS), 52, 58
GC-selected ion-monitoring mass
spectrometry, 149
Genetic manipulation (GM), 163
““Genome renewal”” hypothesis for
Saccharomyces, 73
Genomic tool chest, 75-78
metabolome analysis, 87-89
proteome analysis, 82-87
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systems biology, 90
transcriptome analysis, 79-82
Glial fibrillary acidic protein (GFAP), 47
in meat products, 50
restriction and detection of CNS, 55
Globular proteins hydrolysis, 20
“Glucophores”, 205, 211, 223
D glucopyranosyl_D fructofuranose, 202
Glucose-glycerol-peptone (GGP), 136
Glycerol-3-phosphate dehydrogenase
(GPDH), 147
Glycine, 202-203
Glycyrrhizin, see Natural glycoside
Goats, feeding, 167
Goodman’s model, 208
G-protein—coupled receptor (GPCR), 201
Grape juice
composition of, 69
environment, 67-68, 70-73
fermentation and factors affecting, 68,
70-73
phenolic composition of, 70
GTC Biotherapeutics, 185
Gustatory system, 200

H

hATT, see Human ATT

Health risk estimation, 42

Hematoxylin and eosin (HE), 52

Hen egg white (HEW), 209, 214-215

High-density lipoprotein cholesterol
(HDL-C), 138

High-fat diet (HF), 169

High-oleic sunflower oil (HOSO), 167

High-performance liquid chromatography
(HPLC), 135

High-protein milk powders, 17-18

hLF, see Human milk-derived lactoferrin

hLZ, see Active human lysozyme

Homogenization effects, on dairy products
functionality, 15-16

Hot boning, carcasses, 49

Human ATT, 185

Human clinical applications, antibodies
use, 183

Human embryonic kidney cells
(HEK293), 148

Human milk-derived lactoferrin, 179

and hLZ, role, 181

Human neurological disease cause,

40-41
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Human tissue plasminogen activator
(htPA), 183

Hydrogen bond acceptor (B), 205-206

Hydrogen bond donor (AH), 205-206

3-hydroxy-3-methylglutaryl coenzymeA
(HMG-CoA), 138

I

Immunoassay, NSE detection in liver
sausages, 55
Immunochemical testing, 57-58
Immunoglobulin antibodies (IgA), 186
Immunohistochemistry (IHC)
histological staining and, 52-53
method, detection of spinal cord, 57
Indirect mapping, of active sites
and small molecular weight sweet
molecules, 202-205
structural studies, 205-209
Infant health, designer milk for
cow milk allergy, 181-182
lactoferrin, 179-180
lactose intolerance, 182
lysozyme, 180-181
Institute for Nutrition and Food Safety,
China, 149
International Society for Study of Fatty
Acids and Lipids (ISSFAL), 170
Ipomoea batatas, 137
Isovanillyl sweet compounds, 204

J
“Jiuqu” in China, 126, 137

K

k—Casein (k—CN), 5-6, 177
cleavage, 18-19

Keratin (KN), 167

Kier’s model, 206-207

L

LA, see Linoleic acid
Laboratory yeast, 71, 73, 96, 105-107
a—Lactalbumin (x—LA), 175
proteins, 5
removal, 175
Lactoferrin (LF), 179-180
B-Lactoglobulin (3—LG), 163
proteins, 5-7, 9-10, 24, 26

Lactose, 174, see also Milk sugar modification
intolerance, 182
reduction, preharvest methods, 175
synthesis, 174
Linoleic acid, 167
a-Linolenic acid, 170
Lipase production, 182
Listeria, 190
Longer acting tissue plasminogen activator
(LAtPA), 183
Loop Los, 218
Lovastatin, 131-132, 135, 138-140
Low-density lipoprotein cholesterol
(LDL-C), 137-140
Low density lipoprotein (LDL), 166
Low-fat diet (LFD), 169
““L”’-shaped model, 207-208
Lysostaphin protein, 189
Lysozyme (LZ), 180-181
hydrolysis of polysaccharides
catalyzation, 214
level, in milk, 180
ribbon representations, 215

M

Mabinlin, 214
Maillard reaction
conjugates preparation, 25-26
solubility and heat stability, 26
surface properties, 26-27
viscosity and gelation, 27
Major milk proteins, 176-178
Malaria vaccine, 185-186
Manihot esculenta, 137
M. anka, 145-146
Mastitis, 188-189
Matrix-assisted laser desorption ionization
time-of-flight mass spectrometry
(MALDI-TOF MS), 83
Matrix-assisted laser desorption ionization
time-of-flight/time-of-flight mass
spectrometry (MALDI-TOF/TOF
MS), 147
MBP, see Myelin basic protein
Meat products, staining method, 53
Metabolic gene regulation principles, 90
Metabolome analysis, 87-89
Metabotropic glutamate receptors
(mGluR1), 200, 220, 225
M. floridanus, 126
Microarray karyotype analysis, 75



Microbiological cross-contamination,
carcass splitting, 49
Micrococcus lysodeikticus, 180
Microfluidization treatment, 28
Milk fat
CLA and, 167, 169
modification
altering fatty acid chain and
saturation, 165-167
fatty acids versus product quality, 173
increasing CLA levels, 167-170
omega fatty acids, 170-172
reducing fat content, 172-173
MUFA content, 166
oleic acid content, 167, 173
percentage, 165
Milk fuctionality and processing impacts
on, 3
acidification, 9-13
acylation, 23-24
benefits and constituents, 163
chemical modification processes, 23-27
composition alteration, mineral salts
and, 13
dehydration, 16-18
designing, 163-165
emerging food processing
technologies, 27-29
enzymatic modification processes, 18-23
esterification with alcohols, 24
fat (see Milk fat)
foaming properties and calcium
complexing agents addition, 14-15
gelation, 10
heat stability and pH, 6, 14
heat treatment, 4-10
homogenization and shear, 15-16
human therapeutic proteins, 183-186
mineral-protein equilibria importance, 14
mineral salts addition in, 13-15
modification, 176-178
nutritional source and beneficial health
effect, 174
physical modification processes and, 4-18
powder, 16-17
total solids, 176-177
Milk protein concentrate (MPC), 13
Milk sugar, modification, 174-175
Mineral and casein equilibria, 13
Minor milk proteins, modifying, 178
Miraculin, 209, 215-216
M. kaoliang R-10847 mutant, 133
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Monacolin K
glucose and, 131
Monascus species and, 136
MRP production process and, 136-137
production, 135-137
Monascin, 129, 133, 146-147
Monascopyridine A and B, 150-151
Monascorubramine, 129, 133, 151
Monascorubrin, 129, 131, 133, 135, 147
Monascus
pigments production, 133-135
polyketide synthesis, 129-132
Monascus rice products (MRPs), 140,
146, 149
antihyperglycemic activity of, 146-147
antihypertensive effect of, 145
antioxidant effect of, 145-146
antiproliferative effect of, 146-147
clinical data in colesterol-lowering
effect, 141-145
health benefits
cholesterol-lowering effect, 134-140
other effects, 140, 145-148
macrophage-stimulating activity of, 147
production, traditional methods, 128-129
safety, 148-151
submerged culture system, 129, 134
types, in China, 127
use in Asia, history of, 126-128
Monascus sp.
morphology, 125-126
taxanomy, 124-126
Monascus sp. ATCC 16775, 147
Monascus strain IBCC1, 133
Monatin, 203-204
Monell Chemical Senses Center, 210
Monellin, 210-212
Monosodium glutamate (MSG) solution, 134
Monounsaturated fatty acids (MUFA), 165
M. pallens, 126
M. paxii, 147
M. pilosus, 125-126, 136-137, 146-148, 150
M. pilosus IFO 4520, 128, 137, 147
M. purpureus, 125-126, 128, 132134,
136-139, 143, 145-151, 147
M. purpureus M9011, 145
M. purpureus M12 mutant, 133
M. purpureus N 301, 149
M. purpureus NTU 301, 137
M. purpureus NTU568, 138
M. purpureus Went CBS 109.07, 133
M. purpureus Went C322 pigment, 134
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M. ruber, 125-126, 131, 133, 136, 145,
147-148, 150

M. ruber IFO 32318, 145

M. sanguineus, 126

Multidimensional liquid chromatography
tandem mass spectrometry
(MudPIT), 85

Multiple sclerosis disease, 186

Murine monoclonal antibody (mAB), 209

Myelin basic protein, 186

N

Nanoflow liquid chromatography-liquid
chromatography tandem mass
spectrometry [Nano LC/LC MS/MS
(MudPIT)], 85

National Institute of Technology and
Evaluation Biological Resource Center
(NBRC), Japan, 126

Native yeast strains investigation challenges

genomic tool chest, 75-90
grape juice environment, 66-73
wine yeast strain diversity, 73-75

Natural glycoside, 204

“Negligible BSE risk”, 44

Neoculin acid subunit (NAS), 216

Neoculin basic subunit (NBS), 216

Neohesperidine dihydrochalcone, 204

Neuron-specific enolase (NSE), 52

Nongel technologies, 85

Nuclear magnetic resonance
(NMR), 211-214

(0]

OIE, see World Animal Health Organization
OIE surveillance program, role, 42-43

Oleic acid content, 167, 173

Omega fatty acids, 170-172

Open reading frames (ORFs), 76

Osladin extraction, 204

P

P. brevicompactum, 138

Penicillium citrinum, 131, 138

Pentadiplandra brazzeana, 213

Perilla frutescens, 204

Perillartine, 204

Phenomics, 76

Phenylketonuria (PKU), 184

Phosphoenolpyruvate carboxykinase
(PEPCK), 146

Photodiode array (PDA) detector, 135

Pithing technique, 46
Plasma endothelin-1(ET-1), 138
Plasmin, activity, 178
Plasmodium falciparum, 185
Polyketide biosynthesis, 131-132
Polyketide pathway, in Monascus
sp., 129-132
Polyketide synthase (PKS) gene (pksCT), 150
Polymerase chain reaction, 59
Polypodium vulgare, 204
Polyunsaturated fatty acids, 165
Pompe’s disease, 187
PPL therapeutics, 186
Preharvest methodologies, lactose
reduction, 175
Proteinase-cleavage sites, targeting, 178
Protein(s)
chemical modification
Maillard reaction, 25-27
use of chemical agents, 23-25
““chips”” method, 86
emulsifying properties and hydrolysis, 21
expression, 176
foaming properties and hydrolysis, 21
hydrolysis effects, 20-22
ionization analytical methods, 83
phosphorylation, 24-25
production patterns, noise in, 90
separation and identification
by 2D SDS-PAGE electrophoresis,
83-84
limitation in, 84-87
Stoke’s radius, 83
surface properties, heat treatment and pH
impact on, 9
Proteome analysis
differential protein targeting, 87
double dyebinding method, 84
by electrophoresis, 83
nongel technologies for, 85
protein “’chips” method, 86
PUFA, see Polyunsaturated fatty acids

Q

QSAR analyses, of dipeptide analogues, 207
Quantitative reverse transcription PCR
(QRT-PCR), 82

R

Real-time polymerase chain reaction
(RT-PCR), 48

Recombinant bovine CD14
(tb-CD14), 189-190



Recombinant human fibrinogen (rHF), 184
Recombinant human lactoferrin
(rhLF), 179-180
Recombinant human proteins (rHP), 183
Red rice wine, in China, 127
R-ELISA, see Colorimetric ELISA
Renneting, enzymatic process, 18-20
Response surface methodology (RSM), 136
Restriction fragment length polymorphisms
(RFLP), 59
Reversed phase HPLC (RP-HPLC) with
PDA method, 135
Roller drying method for chocolate
powder, 17
Rubropunctamine, 129, 133, 151
Rubropunctatin, 129, 131, 133, 135, 147

S

Saccharomyces cerevisiae, 133
application in genomic technologies, 67
genome sequence, 66
genomic deletion set of strains for, 77
Saccharomyces Genome Database, 79
Sac gene, 220
SAGE, see Serial analysis of gene expression
Salmonella, 190
Salmonella typhimurium, 173
Saturated fatty acids (SFA), 165-166
SCOP classification, 212-213
SDS-PAGE, see Sodium dodecyl sulfate
polyacrylamide gel electrophoresis
2D SDS-PAGE, see Two-dimensional
sodium dodecyl sulfate
polyacrylamide gel electrophoresis
“Seed Koji"’preparation, 128
“Serendipity berries”, 210
Serial analysis, of gene expression, 82
Seven-helix transmembrane domain
(7TM), 201
Simplesse® 100, 16
Single-chain monellin (SCM), 211
Sodium dodecyl sulfate polyacrylamide gel
electrophoresis, 54
Solanum tuberosum, 137
Solid-state and submerged cultivations
combined process, 134
Solid-state fermentation, 128, 134, 137
Sorbitol, 203
Specified risk material (SRM), 40-41
removal, control measures, 50-51
““Spophores”, 205
Stanford Microarray Database, 79
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Staphylococcus aureus, 188
Static high-pressure processing
technology, 27-28
Stearoyl-CoA desaturase enzyme, role, 167
Stevioside, see Sweet glycosides
Streptococcus agalactiae, 188
Streptococcus dysgalactiae, 188
Streptococcus simulans, 189
Streptococcus uberis, 188
Streptozotocin-induced diabetic rats
(STZ-diabetic rats), 146
Stress response element (STRE), 100
Sugar alcohols, 202
Sweet glycosides, 204
Sweet macromolecules
and natural sweet proteins
characterization
curculin, 216
lysozyme, 214-215
mabinlin, 214
miraculin, 215-216
monellin, 210-212
thaumatin, 212-213
sweet proteins and receptor
interaction, 217-218
Sweet proteins
and receptor interaction, 217-218
role of, 201
“wedge model”” mechanisms for, 221-224
Sweet taste receptor
and computer-generated models, 220-221
and molecular biology, 218-220
multiple binding sites, 228-231
small sweetner and receptor, interaction
of, 224-228
Synaptophysin protein, detection, 52-53
Synsepalum dulcificum, 215
Syntaxin 1-B antibody role, 46-47
Systems biology, 90

T

Tandem affinity purification (TAP), 77
TEMPOL, 212

Temussi model, 207-208

Terpene perillaldehyde extraction, 204
Thaumatin extraction, 212-213
Thaumatococcus danielli, 212

“Tian Gong Kai Wu"’, 126, 128
Topological model, 207-208

Total cholesterol (TC), 138-139

TI1R3, 219

Tracheal antimicrobial peptide (TAP), 188
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Transcriptional regulatory mechanisms, 90

Transcriptome, 75

Transcript profiling methods, 80-82

Transgenic technology, lactose
reduction, 182

Transglutamination, 22-23

Tricarboxylic acid (TCA) cycle, 131, 132

T1R2-T1R3 receptor, 202, 220-222, 225,
229-230

Two-dimensional sodium dodecyl sulfate
polyacrylamide gel electrophoresis, 79

Ty1 insertional mutagenesis, genetic
footprinting of yeast, 78

Type A surveillance, 4243

Type B surveillance, 43

TyrA'®-AspA'®, 211, 217

Tyr”’-Asp™, 217

U

B-1,4-UDP-galactosyl transferase
(UDP-gal), 175
““Undetermined BSE risk’’, 44-45
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Variant Creutzfeldt-Jakob disease
(vCJD), 41

Venus fly trap domain (VFID), 201-202,
220, 225

w

“Wedge model” mechanism, and sweet
proteins, 221-224
Whey gels formation, 8
Whey proteins
denaturation, 5
heat stability of, 7
hydrolysis and gelation, 21-22
Wine environment, gene expression, 94-99

Wine fermentation, cyclical nature of
adaptation to stress, 101
Wine strains and stress factors, 103
Wine strains of S. cerevisine
ATP status of, 95
fermentation stages of, 98
impact of change in growth
environments, 94
oligoarray transcript profiling and ““flor”
strains of, 92
transcript profiles in, 93
transcript profiling studies of, 91
Wine yeast
functional genomic analysis,
91-99
genomic analysis, 66-67
metabolomics application, 106-108
strain diversity, 73-75
stress responses analysis, 99-104
World Animal Health Organization, 42

X
Xuezhikang effects, 138, 143-145
Y

Yeast
cell growth of, 72
fermentation of, 71-73
gene annotation in, 78
global analysis of protein localization
in, 77
metabolome of, 76
mRNA profiling by trancriptome
analysis, 79-82
tool for research, 66
Yeast Protein Map project, 79
Yeast Proteome Database, 79
Yeast Resource Center for analysis of protein
interactions and complexes, 79



